
COVID-19 
Update
September 23 

Jorge Mera
Whitney Essex



Clinical Characteristics and 
Outcomes of Coronavirus 
Disease 2019 Among 
Patients With Preexisting 
Liver Disease in the United 
States: A Multicenter 
Research Network Study

• Methods
• A real-time search to the electronic 

medical records of more than 49 million 
non-identified patients from 37 health 
care organizations in the US 

• Identified patients with COVID-19 were 
then stratified into 2 groups
• Liver Disease (LD) defined as a 

diagnosis of chronic liver disease or  
cirrhosis 

• No liver disease (NLD)
• Outcomes

• Mortality, hospitalization, and laboratory 
findings in the time window up to 30 
days from the diagnosis of COVID-19
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Clinical Characteristics and 
Outcomes of Coronavirus 
Disease 2019 Among 
Patients With Preexisting 
Liver Disease in the United 
States:   A Multicenter 
Research Network Study

• A total of 2780 patients with COVID-19 were 
identified
• LD: 250 (9%) patients, NLD: 2530 (89%)

• ALT and AST were elevated after COVID-19 in 
both groups

• Patients in the LD group had:
• Significantly higher risk of mortality

• RR, 2.8; (95% CI,1.9–4.0; P < .001)

• Higher risk of hospitalization
• RR, 1.7 (95% CI,1.2–2.0; P < .001)

• Patients with cirrhosis had an even 
higher mortality
• RR, 4.6; (95% CI, 2.6–8.3; P < .001). 

Gastroenterology 2020;159:768–771 



Conclusions 

• Liver injury can be seen in most patients with 
COVID-19

• Patients with preexisting liver disease, 
notably cirrhosis, are at higher risk for 
hospitalizations and mortality

• Early isolation, intensive surveillance, and 
timely diagnosis are essential in these 
patients 

• Further research identifying interventions to 
reduce poor outcomes in high-risk patients 
with COVID-19 is needed

Gastroenterology 2020;159:768–771 



Evaluation for SARS-CoV-2 
in Breast Milk From 18 
Infected Women

METHODS

• Women in the US having a confirmed SARS-
CoV-2 infection and concurrently 
breastfeeding were invited to participate in 
the study

• Breast milk samples were self-collected and 
mailed to the study center

• A SARS-CoV-2 RT-PCR in breast milk as well as 
tissue culture was validated 

• Conditions of pasteurization commonly used 
in human milk banks were mimicked 

JAMA Published online August 19, 2020



Evaluation for SARS-CoV-2 
in Breast Milk From 18 
Infected Women: 

RESULTS

• Eighteen women with confirmed SARS-CoV-2 
infection enrolled

• 77.7% White non-Hispanic, mean age 34.4 
years [SD, 5.2 years] 

• Their offspring ranged in age from 
newborn to 19 months

• A total of 64 samples collected before and 
after the positive SARS-CoV-2 RT-PCR test.

JAMA Published online August 19, 2020
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CoV-2 in Breast Milk 
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RESULTS
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Evaluation for SARS-
CoV-2 in Breast Milk 
From 18 Infected 
Women:

RESULTS

• One breast milk sample had detectable SARS-CoV-2 RNA
• Positive sample collected on the day of symptom onset; 
• 1 sample taken 2 days prior to symptom onset and 2 

samples collected 12 and 41 days later tested negative 

• No replication-competent virus was detectable in any sample

• Pasteurized aliquots
• Viral RNA not detected in the spiked milk samples
• No culturable virus detected in the spiked milk samples

• Non pasteurized aliquots
• Virus was detected by culture in one of the same 2 milk-

virus mixtures. 

JAMA Published online August 19, 2020



RCV: replication competent virus 

Evaluation for 
SARS-CoV-2 in 

Breast Milk From 
18 Infected 

Women

• SARS-CoV-2 RNA was detected in 1 sample, but 
the culture was negative

• Breast milk may not be a source of infection for 
the infant

• When control samples spiked with RCV were 
pasteurized, no RCV or viral RNA was found  

• Limitations
• Small sample size
• Nonrandom sample
• Self-report of RT-PCR positivity
• Self-collection of milk samples

JAMA Published online August 19, 2020



Probative Value of the d-
Dimer Assay for 
Diagnosis of Deep 
Venous Thrombosis in 
the Coronavirus Disease 
2019 Syndrome

METHODS 

• Only patients with confirmed SARS-CoV-2 
infection by RT PCR included

• Serial d-dimer, troponin-I, LDH, C-reactive 
protein (CRP), interleukin (IL)-6, and 
fibrinogen 

• Assessment for LeDVT with two clinical 
prediction tools used (Wells score and the 
Dutch Primary Care Rule) 

• LeDVT US done in those patients with a 
positive screening prediction tool

LeDVT: Lower extremity Deep Vein Thrombosis

Gibson, et al. Critical Care Medicine 2020



Probative Value of the
d-Dimer Assay for 
Diagnosis of Deep Venous 
Thrombosis in the 
Coronavirus Disease 2019 
Syndrome

RESULTS

• Seventy-two patients with severe COVID-19 
had 102 Lower extremity US performed
• Twelve patients (17%) developed LeDVT. 
• Screening tools were not useful
• Except for d-dimer, not other marker 

discriminated between patients with and 
without a LeDVT
• Using a d-dimer cutoff value of 3,000 ng/mL

• Sensitivity was 100%, specificity was 51.1%
• PPV was 21.8%, NPV was 100%

Gibson, et al. Critical Care Medicine 2020



Conclusions

• Patients with severe COVID-
19 are at increased risk for 
VTE

• D-dimer concentration less 
than 3,000ng/mL is sensitive 
to preclude further 
investigation for LeDVT

• Considering the high risk for 
VTE posed by COVID- 19, we 
recommend aggressive 
anticoagulation in severe 
cases. 

Gibson, et al. Critical Care Medicine 2020 VTE: Venous Thromboembolism



Cytokine Levels in Critically Ill Patients With 
COVID-19 and Other Conditions
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Reduced development of COVID-19 in children reveals molecular checkpoints gating pathogenesis illuminating potential therapeutics
www.pnas.org/cgi/doi/10.1073/pnas.2012358117

Ø Viral interference
Ø Immunological interference


